the actin cytoskeleton. Second, b-catenin is the intracellular signal transducer of canonical Wnt signaling and activates canonical Wnt target genes. b-catenin null mice die at E7.5.
to test the suitability of our experimental approach. In a proof of principle experiment, we are studying whether the b-catenin knock out phenotype can be rescued by expressing wild-type bcatenin from the ROSA26 locus. In vitro, we can show that targeted b-catenin null cells, derived from ES cells, express b-catenin on the membrane and display wild-type ES cell morphology. Furthermore, we successfully generated mice carrying the transgene. Currently, we are investigating the usability of different Cre-mouse lines in order to generate b-catenin null mice, which express wild-type b-catenin from the ROSA26 locus. Ultimately, we want to substitute the wild-type gene with our mutant isoforms and decipher the functions of b-catenin in vivo. 
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The developing avian lung is formed mainly by branching morphogenesis, but there is also a unique cystic structure, the air sac, in the ventral region. Using predictions from theoretical models, we have previously shown that the cystic structure comes from fast FGF diffusion in the ventral mesenchyme tissue.
However, it is not still clear how the air sac tissue responds to the signal and whether the air sac structure comes from proximal or distal structure.
In the present study, we examined several proximodistal marker genes to elucidate the origin of air sac structure in avian lung.
We examined alpha smooth muscle actin and PCNA for general proximo-distal markers, Shh, FGF, BMP4 and beta catenin for distal markers. We found that some proximal factors (alpha smooth actin) and distal factors (beta catenin, PCNA, Shh) are simultaneously expressed uniformly in air sac structure. This ambiguous result may reflect the fact that the air sac is evolutionally novel structure and not homologous to existing similar structure. 
